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Yahoo! News: Stinky feet may lead to better malaria traps
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This foil-wrapped person is making his contribution to malaria research by adding his sweaty aroma to the collection of mosquito bait that is particularly tantalizing to malaria-carrying mosquitoes. Image: Sang Tan, Associated Press, news.yahoo.com
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The malaria-carrying mosquito Anopheles gambiae is eager to get at the aroma emitted by stinky feet. Image: James Gathany/CDC through news.sciencemag.org
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The Anopheles stephensi mosquito is the major vector transmitting malaria to humans in the Middle East and South Asia. Scientists have now successfully infected it with bacteria that drive the malarial parasites from it. Image: CDC through www.nature.com
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Wolbachia bacteria (green) have successfully infected the ovaries of the malaria-transmitting mosquito Anopheles stephensi. Image: Zhiyong Xi/Michigan State University through www.npr.org
Can bad-smelling feet, probiotics for mosquitoes, and evolutionary presuppositions solve the problem of malaria?
Malaria—one of the oldest and most devastating illnesses to plague mankind—kills over half a million people a year despite the best efforts of modern medicine. Ancient records in China and Egypt suggest malaria was known in the ancient world, and scholars suspect some diseases referenced in the Bible were malaria. Two hopeful avenues to address this scourge have appeared in the recent news, along with a potentially troubling bit of information regarding our supposed ape-cousins.

Malaria is caused by parasitic protozoans of the genus Plasmodium. During their complex life cycle these protozoans take at least seven different forms as they inhabit various parts of a host animal’s or human’s body and the body of their mosquito vector. Mosquitoes get infected when they bite infected hosts and then transmit the infection to other hosts.

Perhaps something as innocuous as smelly feet might help researchers bridge the gap to a better tomorrow for places where malaria is endemic. Researchers at the London School of Hygiene and Tropical Medicine have found that mosquitoes carrying malaria parasites are much more likely than uninfected ones to be attracted to smelly feet.

After wearing a nylon stocking for 20 hours, entomologist Renate Smallegange offered the smelly footwear to caged mosquitoes. They all loved it, but the malaria-carrying ones were three times as eager to take a stab at the sock in a fruitless attempt to find some blood.

“Smelly feet have a use after all,” says Dr. James Logan, who headed the research project. “Every time we identify a new part of how the malaria mosquito interacts with us, we're one step closer to controlling it better.” In a related experiment, sweaty smells from foil-wrapped people were collected, providing another source of mosquito-appeal.

Human body odor consists of a variety of molecules, so scientists hope that in the future they can determine what the malarial mosquitoes like best. Some cheeses, for instance, smell like stinky feet, but mosquitoes aren’t fooled. “Mosquitoes aren't attracted to cheese because they've evolved to know the difference,” Logan said. “You have to get the mixture, ratios and concentrations of those chemicals exactly right otherwise the mosquito won't think it's a human.” Timing is also important. Mosquitoes aren’t lured by human smells until about two weeks after they are infected with Plasmodium, and it takes just that long for the malarial life cycle to progress to the point that the mosquitoes’ bites will be infectious. Of course, while processes like natural selection can be involved in fine-tuning such possible adaptations, mosquitoes have remained mosquitoes without actually evolving from or into any other kind of organism.
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The complex life cycle of Plasmodium passes through multiple locations in the bodies of its human or animal host as well as the body of the mosquito vector that carries it. Image: National Institute of Allergy and Infectious Disease www.niaid.nih.gov
Logan’s group hopes to use their knowledge of mosquito preferences to build effective mosquito traps that target mosquitoes carrying malaria. Such an approach—targeting the infected insects rather than all mosquitoes—may avoid the problem of developing resistant populations. “The only way mosquitoes could [develop resistance] is if they were less attracted to human odors,” commented University of Pennsylvania entomologist Andrew Read. “And if they did that and started feeding on something else—like cows—that would be fine.”

Scientists do, however, have to be concerned about other hosts. There are about 250 species of Plasmodium, the malaria-causing protozoan, and they infect a variety of animals—harming some and coexisting peacefully with others. Four species currently infect humans, but some genetically similar species have been found in apes. One group of researchers has also just identified two species of malaria-friendly mosquitoes that bite both humans and animals.1 There is precedent for transmission between animals and humans, and Plasmodium has proven adept at switching hosts, with less virulent species transferring between humans and macaques (P. knowlesi) and humans and South American monkeys (P. vivax).2
Plasmodium falciparum is by far the most deadly species, being responsible for 91% of malarial deaths. Evolutionists believe that Plasmodium protozoans evolved over millions of years and thus must assume that these parasites coevolved with animals, eventually passing to humans. It is important, however, to distinguish between zoonosis—the observable process in which some pathogens pass between animals and humans—and unobservable claims of coevolution over millions of years.

The fact that animals can act as a reservoir for pathogens in the present world makes animal research a matter of practical medical urgency. Actually, evolutionary presumptions for a time led scientists to some wrong conclusions about the source of malaria in humans. Plasmodium reichenowi is genetically similar to P. falciparum, and in 2009 it was found in a chimpanzee. Believing that humans and chimps diverged from a common ancestor, evolutionary scientists presumed that the deadly P. falciparum diverged from the chimpanzee-affecting P. reichenowi when humans and chimps diverged from an ape-like ancestor. Subsequent research demonstrated that chimpanzees, even though evolutionary scientists believe they are our closest relatives, are not the source of human malaria.2
In 2010, research suggested that the gorilla could be a source of human infection. Gorillas were found to be infected by a form of Plasmodium not just similar but genetically indistinguishable from P. falciparum. This was a great surprise because P. falciparum was thought to be specific to humans.2 Since that time, P. falciparum and other species affecting humans have been found in a variety of apes. Did gorillas act as a reservoir from which humans “caught” the deadliest form of malaria? Scientists think this likely but are not sure at this point.2 The comparatively “small genetic diversity observed within the current human P. falciparum isolates (compared to the one observed in gorillas)”2 is more consistent with a scenario of gorilla-to-human transmission at some point in the recent past than with a tale of coevolution with diverging ape-like ancestors millions of years ago.3 The importance of this epidemiological question lies in the way Plasmodium is able to adapt itself to various hosts, leaving open the possibility that additional virulent varieties could emerge from an animal reservoir to further afflict humanity.

While researchers typically refer to the importance of tracing the evolutionary history of Plasmodium, we should note that they are tracking the path of varieties of Plasmodium, not seeing Plasmodium protozoans evolve from or into some other kind of microbe. Such a devastating pathogen also raises the question among some as to how Plasmodium could exist in the perfectly good world that God originally created.

We know from Exodus 20:11 and other verses that God completed His work of creation in six days. Therefore, Plasmodium and even mosquitoes must have been part of the original creation. God said that all He had made was very good, however, so Plasmodium and mosquitoes must have behaved very differently in that world unmarred by sin and death. Mosquitoes today pollinate goldenrod, grasses, and orchids.4 Only female mosquitoes consume blood today; male mosquitoes subsist on plant juices. A type of hemoglobin molecule is produced in leguminous plants today, suggesting a way that female mosquitoes’ nutritional needs could have originally been supplied by plants. Mosquitoes in the original creation were likely pollinators able to derive the nutrients needed to reproduce from plants without consuming blood.

But what about the malaria-causing parasite before “the Fall”? The apicoplast, an organelle inside Plasmodium, offers a clue to the original nature of Plasmodium. The apicoplast is similar to the chloroplast, an organelle in plants and algae that makes food through photosynthesis. The apicoplast cannot perform photosynthesis. It is quite possible that Plasmodium was originally an algae that through mutations lost its ability to manufacture its own food, becoming parasitic sometime after sin’s Curse entered the world. Many microbes in today’s world function symbiotically with other organisms large and small. Evidence suggests the original Plasmodium may have filled symbiotic niches in the original creation.4
Recent discoveries in the area of malaria control reveal that microbiological manipulation of infected mosquito populations may be effective even for the deadliest strains. This supports the view that in the original creation, as in today’s world, an organism and the microbes that live on it or in it form a microbiome to keep microbial populations in balance, direct the development of immune systems, and otherwise contribute to the complex interwoven relationships between organisms and “the chemically rich but inert physical environment.”5
Just as harmless bacteria colonize our bodies, so Wolbachia bacteria can live inside insects, including mosquitoes. These unusual bacteria can in some cases even be passed on to offspring and thus may, by promoting behavior that offers a selective advantage, contribute to speciation. Because Wolbachia renders the Aedes aegypti mosquito resistant to the dengue fever virus, scientists have already used this microbiological engineering to their advantage in Australia. After releasing Wolbachia-infected mosquitoes into the environment, “Over a very short period of time, the Wolbachia was able to invade the wild mosquito population until close to 100 percent of all mosquitoes had the Wolbachia infection—and so we presume, greatly reduced ability to transmit dengue between people,” explained Monash University professor Scott O’Neill.6
Wolbachia infection in Anopheles mosquitoes does seem to crowd out the Plasmodium protozoans. Efforts to get Wolbachia-infected Anopheles mosquitoes to pass on Wolbachia to their offspring are proving difficult. But after a decade of effort, microbiologists have finally managed to get infected Anopheles stephensi mosquitoes, the major malaria vector in South and West Asia, to lay infected eggs. Unfortunately, only about half hatch, but scientists are hopeful that they’ll find a solution so that the Wolbachia-infected Anopheles will be able to compete with wild populations.

“You could just release large number of infected females and establish Wolbachia in a mosquito population. Gradually it would convert a malaria-spreading population to a non-spreading one,” explains Johns Hopkins Malaria Institute’s George Dimopoulos. “The bacteria is very effective blocking the parasite in the mosquito. But this is sort of a prototype. The system needs to be optimized before it can be tested in the field.”6
Much research remains to be done as scientists try to learn how to eradicate the scourge of malaria, preferably without opening up an ecological niche for something worse. The answers will not come from evolutionary presumptions but from experimental science. Many changes have happened in the natural world since death and degeneration entered as a result of man’s rebellion against God, but nothing in science has ever demonstrated that upward evolution can occur. Read more about malaria and the design evident even in today’s degenerate forms of mosquitoes and malaria-causing parasites, as well as a detailed comparison of the evolutionary and creationist explanations of the origin of Plasmodium, in “The Genesis of Malaria.” (Thanks to Dr. Gillen for providing this excellent resource, which provided much background information for this article.)

For more information:

· The Genesis of Malaria
· News to Note, October 15, 2011 (sugary signatures)

· News to Note, November 19, 2011 (sickle cell mystery)

· The Organosubstrate of Life
· The Fall and the Problem of Millions of Years of Natural Evil
· Is Natural Selection the Same Thing as Evolution?
And Don’t Miss . . .

· Another week of non-evolution: we first learned of our non-ancestor, then how language didn’t develop, and then how sturgeons evolved into, well, sturgeons. Be sure to check back next week to see how mucus and viruses are good for you and to see some interesting ideas about how turtles got their shells. And who knows what else will be in the News?

For more information: Get Answers


Remember, if you see a news story that might merit some attention, let us know about it! (Note: if the story originates from the Associated Press, FOX News, MSNBC, the New York Times, or another major national media outlet, we will most likely have already heard about it.) And thanks to all of our readers who have submitted great news tips to us. If you didn’t catch all the latest News to Know, why not take a look to see what you’ve missed?

(Please note that links will take you directly to the source. Answers in Genesis is not responsible for content on the websites to which we refer. For more information, please see our Privacy Policy.)
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3. Authors reviewing the data on the origin of malaria, while trying to correlate it with the presumed milestones of hominid evolution in which they do have confidence, admit the limitations of molecular clock estimates. They write: “We advise readers to be cautious with time estimates and to give a second thought as to how these dates were obtained. In the absence of fossil calibration, one way to date the divergence between species is by using estimates of mutation rates. The principle is that the time separating two sequences from a common ancestor (T) is a simple function of the substitution rate (r, which is equal to the mutation rate for neutral sites) and the observed divergence between sequences (d): T=d/2r. However, it is not easy to get good estimates of mutation rates. Ideally, they should be obtained from all the genes under study and for each species in the phylogeny because substitution rates may vary from one gene to another as well as among species.” (www.plospathogens.org/article/info:doi/10.1371/journal.ppat.1001) Even within the evolutionary model, they acknowledge the danger of drawing conclusions based on molecular clock estimates. The fact is, the dates assigned to the fossil record, the saga of molecules-to-man evolution in general, and the story of human evolution from ape-like ancestors in particular are equally built on unverifiable worldview based assumptions. Back
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(下面中文使用谷歌翻译。需要修正和编辑。)
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Yahoo!奇摩新闻：臭脚，可能会导致更好的疟疾陷阱
 这铝箔包裹的人做出他的贡献，疟疾研究，加入他汗湿的香气特别诱人的携带疟疾的蚊子收集蚊子诱饵。图片：桑谭，美联社，news.yahoo.com

 携带疟疾的冈比亚按蚊的蚊子是渴望得到在臭脚发出的香气。图片：詹姆斯Gathany / CDC通过news.sciencemag.org的
 按蚊蚊子是传播疟疾的主要载体在中东和南亚的人类。科学家们现在已经成功地感染了驱动疟原虫的细菌。图片：CDC通过www.nature.com

 沃尔巴克氏菌（绿色）已经成功地感染蚊子传播疟疾的按蚊卵巢。图片：智勇希/密歇根州立大学通过www.npr.org

臭脚蚊子，益生菌和进化的前提解决疟疾的问题？
疟疾的一个最古老和最具破坏性的疾病困扰人类杀死超过50万人一年的现代医学，尽管尽了最大努力。在中国和埃及的古代记录表明疟疾在古代世界，被称为学者怀疑某些疾病中引用“圣经”是疟疾。两个有希望的途径来解决这个祸害已经出现在最近的新闻，伴随着一个潜在的麻烦比特的信息，我们应该猿表兄弟。
疟疾是由疟原虫属的寄生原生动物。在其复杂的生命周期，这些原生动物采取至少7种不同的形式，因为他们居住的各个部分的宿主动物或人类的身体和身体的蚊虫媒介。获得蚊子咬感染时，感染的主机，然后传染给其他主机。
也许无害臭脚的东西可能会帮助研究人员弥合差距缩小到疟疾流行的地方更加美好的明天。在伦敦卫生和热带医学学院的研究人员发现，携带疟原虫的蚊子更容易被吸引到臭脚比未感染的。
穿着尼龙袜20小时后，昆虫学家雷娜特Smallegange笼蚊子他们都喜欢它提供的臭鞋，但​​疟疾携带的三倍急于采取刺在一个徒劳的尝试中找到了一些血袜子。
“臭脚毕竟有使用，说：”詹姆斯·洛根，博士为首的研究项目。 “我们每次确定一个新的疟蚊如何与我们互动，我们更近了一步，以更好地控制它。”在一个相关的实验，箔纸包裹的人满身是汗的气味收集，提供了另一种蚊子源提出上诉。
人体气味由多种分子，所以科学家们希望，在未来，他们可以决定什么最喜欢的传播疟疾的蚊子。例如，有些奶酪，气味像臭脚，但蚊子不上当。 “蚊子都没有吸引到奶酪，因为他们已经进化到知道其中的差别，”洛根说。 “你必须要得到的混合物，这些化学品的比例和浓度完全正确的，否则蚊子会不会认为这是一个人。”时机也很重要。蚊子都没有人类的气味所吸引，直到大约两个星期后，他们被感染疟原虫，它只是长指出，蚊子叮咬会感染疟疾的生命周期进步。当然，微调等可能适应，而自然选择的过程，如可以参与，蚊子仍然不实际或到任何其他种类的有机体演变蚊子。
 疟原虫通过人或动物宿主以及蚊子体内携带它的尸体中的多个位置的复杂的生命周期。图片：国家过敏和传染病研究所www.niaid.nih.gov

洛根的研究小组希望用自己的知识蚊子喜好，建立有效的目标蚊子携带疟疾的蚊子陷阱。这种做法针对感染的昆虫，而不是所有蚊子都可能避免问题的​​抗性种群发​​展。 “[蚊子可能产生耐药性]的唯一办法是，如果他们不太吸引到人类的气味，”宾夕法尼亚州的昆虫学家安德鲁读大学。“ “如果他们这样做了，开始喂养别的东西像奶牛，将被罚款。”
然而，科学家们，要关心其他主机。有大约250种疟原虫，引起疟疾的原生动物，它们感染多种动物伤害一些和与他人和平共处。目前四种感染人类，但在类人猿中，已经发现了一些基因相似的物种。一组研究者还刚刚确定了两个物种的疟疾的蚊子叮咬人类和動物.1
是动物和人类之间传播的先例，疟原虫已经证明善于切换主机，毒力较弱的物种，人类之间的转移和猕猴（诺氏）和人类南美猴（间日疟原虫）.2

恶性疟原虫是迄今为止最致命的物种，即91％的疟疾死亡负责。进化论者认为，疟原虫原生动物经过数百万年的进化，因此必须假设这些寄生虫共同进化，最终传递给人类与动物。然而，重要的是人畜共患病的观察过程中，一些病原体通过动物和人类之间协同进化了数百万年的和不可观察索赔区分。
事实上，动物可以作为一个水库目前世界病原体使动物研究可行的医疗紧迫感的问题。其实，进化了一段时间的推定导致一些错误的结论，科学家们在人类疟疾的来源。的赖疟原虫是恶性疟原虫的基因相似，并于2009年被发现在黑猩猩。相信，人类和黑猩猩从共同的祖先分化，进化科学家推测，黑猩猩影响体育的赖致命的恶性疟原虫偏离时，人类和黑猩猩从猿的祖先分化。随后的研究表明，即使进化的科学家相信，他们是我们的近亲，黑猩猩，是不是源人疟疾.2

在2010年的研究表明，猩猩可能是人类感染。大猩猩被发现感染疟原虫的一种形式，并不只是相似，但区分恶性疟原虫基因。这是一个极大的惊喜，因为恶性疟原虫被认为是特定人类.2
自那时以来，恶性疟原虫，影响人类和其他物种已被发现在各种类人猿。作为一个水库，从大猩猩行为人“中招”的最致命的疟疾？科学家认为这是可能的，但不知道在这点.2
相对“小内观察到目前人类恶性疟原虫菌株的遗传多样性（观察大猩猩相比）”的场景更符合大猩猩在一些点在最近的过去，比人的传播与协同进化的故事发散类猿祖先千万年前.3
流行病学问题的重要性在于疟原虫能够适应各种主机的方式，离开开放额外的剧毒品种可能出现的动物水库的可能性进一步折磨人类。
虽然研究人员通常是指追踪疟原虫的进化史的重要性，我们应该注意，他们正在追踪疟原虫品种的路径，没有看到疟原虫原生动物或到一些其他种类的微生物进化。这种毁灭性的病原体也提出了一些疟原虫如何能存在于完美的世界，上帝最初创建之间的问题。
我们知道，从出埃及记20:11其他经文，上帝在6天完成了他的工作创造。因此，甚至疟原虫的蚊子必须是独创的一部分。神说，他是非常好的，但是，这样必须表现得非常不同疟原虫的蚊子在这个世界不受损伤罪恶和死亡。蚊子今天授粉的黄花，草，和兰花.4
只有雌蚊今天消耗血雄蚊植物汁液为生。 A型血红蛋白分子今天在豆科植物，本来被雌性蚊子的营养需求由植物提供建议的方式。独创的蚊虫可能授粉能够得到重现，而无需耗费血液从植物所需要的养分。
但是之前的“秋季”关于引起疟疾的寄生虫呢？ ，疟原虫的细胞器内，提供系统发育一个线索到原来的性质疟原虫。的类似的叶绿体，细胞器，使食品通过光合作用在植物和藻类系统发育。该系统发育无法进行光合作用。这是完全可能的，疟原虫本来是一种藻类，通过突变失去了它的能力去制造自己的食物，成为罪的诅咒寄生一段时间后，进入了世界。许多微生物与其他生物共生大大小小的在当今世界的功能。有证据表明原来的疟原虫可能已经充满共生龛原创建.4

疟疾控制领域的最新发现显示，微生物操纵受感染的蚊子种群可能是有效的，甚至是致命的菌株。这支持，最初的创造，在今天的世界上，一个有机体，并生活于它或在它的微生物，形成一个微生物，以保持微生物种群的平衡，直接免疫系统的发展，以及否则贡献的复杂的视图交织的生物和化学丰富，但惰性物理环境之间的关系。“5

就像无害的细菌定植我们的身体，所以沃尔巴克氏菌可以住里面的昆虫，包括蚊子。这些不寻常的细菌可以在某些情况下，甚至可以传递给后代，从而可促进行为，提供了一个选择性的优势，有助于形态。沃尔巴克氏体呈现抗登革热病毒的埃及伊蚊，科学家已经用这种微生物工程在澳大利亚对自己有利。沃尔巴克氏体沃尔巴克氏体感染的蚊子释放到环境中，“在很短的一段时间后，直到接近100％，所有蚊子都能够侵入野生蚊子种群的Wolbachia的感染，所以我们推测，大大降低能力Monash大学教授斯科特·奥尼尔.6，解释说：“人与人之间传播登革热
沃尔巴克氏体感染的按蚊似乎人群出疟原虫原生动物。沃尔巴克氏体感染沃尔巴克氏按蚊传递给他们的后代的努力被证明是困难的。但经过十年的努力，微生物学家们终于设法得到感染按蚊的蚊子，疟疾的主要载体，在南亚和西亚，打好感染的鸡蛋。不幸的是，只有大约一半的孵化，但科学家希望，他们会找到一个解决方案，这样就能感染沃尔巴克氏按蚊与野生种群竞争。
“你可能只是释放出大量的女性感染者和建立沃尔巴克氏体在蚊子种群。渐渐地，它会转换成人口疟疾蔓延到非传播，解释说：“约翰·霍普金斯疟疾研究所的乔治季莫普洛斯。 “细菌是非常有效的阻断寄生虫在蚊子。但是，这是一个原型排序。该系统需要进行优化，然后才可以在现场测试。“
许多研究有待完成，科学家尝试学习如何根除疟疾的祸害，最好不开放更坏的东西了生态龛位。这些问题的答案将不是来自进化的推定，但是从实验科学。因为死亡和变性人的悖逆神的结果输入的自然世界发生了许多变化，但从来没有科学表明，向上的演变可能发生。阅读更多关于疟疾和即使在今天的退化形式的蚊子，并导致疟疾的寄生虫，以及详细的进化和神创论的解释疟原虫的起源，在“疟疾的起源比较明显的设计。”（感谢吉伦博士提供优秀的资源，提供对这篇文章的背景信息。）
欲了解更多信息，请访问：
疟疾成因
新闻请注意，10月15日，2011（含糖签名）
新闻请注意，11月19日，2011（镰状细胞之谜）
器官基板生命
百万年天然邪恶的秋天和问题
是自然选择进化同样的事情吗？
千万不要错过。 。 。
非进化的另一个周：我们首先了解到我们的祖先，然后语言没有发展，然后演变成鲟鱼，鲟鱼，以及如何。一定要检查下周怎么看粘液和病毒对你有好处，可以看到一些有趣的想法，关于海龟如何得到他们的炮弹。谁知道还有什么新闻呢？
欲了解更多信息：获取答案
________________________________________

请记住，如果你看到一些值得关注的新闻故事，让我们知道！ （注：如果故事来源于美联社，福克斯新闻，MSNBC，纽约时报，或其他主要国家媒体，我们将最有可能已经听说过它。）感谢所有我们的读者已提交伟大的新闻线索给我们。如果你没赶上所有最新的新闻知道，为什么不来看看，看到你已经错过了什么？
（请注意，该链接将直接带您到源。答案在创世纪是我们的网站上的内容不承担任何责任。如需更多信息，请查看我们的隐私政策。）
脚注
1。 www.sciencedaily.com/releases/2013/05/130503094708.htm返回
2。 www.plospathogens.org/article/info:doi/10.1371/journal.ppat.1001283回（1）（2）（3）（4）（5）
3。作者回顾疟疾的起源上的数据，而试图将它与假定的原始人类进化的里程碑中，他们有信心，承认的局限性，分子钟估算。他们写道：“我们建议读者要谨慎的估计时间，并给第二个想法，如何获得这些日期。的一种方法，迄今物种之间的分歧在没有化石校准的情况下，通过使用突变率的估计。其原理是，两个序列的间隔时间，从一个共同的祖先（T）是一个简单的功能替代率（R，这是等于中性站点突变率）和所观察到的序列之间的分歧（D）：T = D/2R。然而，这是不容易得到良好的估计突变率。理想的情况下，他们应该获得所有的基因研究下每个物种谱系，因为替代率可能会有所不同从一个到另一个基因以及物种之间。“（www.plospathogens.org/article/info:doi/10.1371即使在/ journal.ppat.1001）的进化模型，他们承认的危险分子钟估算的基础上得出结论。事实是，化石记录，从分子到人的进化一般的传奇，和人类进化的故事，从猿一样的祖先特别指定的日期同样建立在无法验证的世界观基于假设。后面
4。疟疾返回的成因（1）（2）
5。生活回到器官基板
6。 www.npr.org/blogs/health/2013/05/08/182339563/using-bacteria-to-swat-malaria-inside-mosquitoes

